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Seed shape Round X Wrinkled 5474:1850 2.96:1
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Pod shape Inflated X Constricted 882:299 2.95:1
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Pod color Green X Yellow 428:152 2.82:1
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Stem length Tall X Dwarf 787:277 2.84:1
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Parental \ R = Dominant allele for seed shape (round)
generation G r = Recessive allele for seed shape (wrinkled)

Y = Dominant allele for seed color (yellow)
RRY\Y‘ /‘Y/’—> écn%y ¥ = Recessive allele for seed color (green)
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